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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7
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Supplymentary Table S3. Association between HI1.2 expression and
clinicopathological factors.

H1.2
Feature Patients Low High x2 p-value
Age
<45 52 34 18 8.176 0.0042
>45 69 27 42
HPV
Positive 94 49 45 0.1544 0.6943
Negative 15 7 8
Lymph node metastasis
Present 24 15 9 1.750 0.1859
Absent 97 46 51
Histological grade
I 20 7 13 2.666 0.1859
I 13 8 5
11 88 46 42
FIGO stage
I 68 32 36 4.358 0.2253
I 28 14 14
11 23 15 8
v 2 0
Recurrence
Present 39 18 21 0.4177 0.5181

Absent 82 43 39




